
GRP.2.Fukuda83.F.Crj.CD−1.(ICR).mouse.Lung.ad.car.inhal 
 AMetLngBW34 Male+Female Human 

mean: 0.00565 median: 0.00149 95%CI:( 0.000172 , 0.0383 )
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GRP.2.Fukuda83.F.Crj.CD−1.(ICR).mouse.Lung.ad.car.inhal 
 TotOxMetabBW34 Male+Female Human 

mean: 0.00188 median: 0.00152 95%CI:( 0.000202 , 0.00563 )
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GRP.2.Fukuda83.F.Crj.CD−1.(ICR).mouse.Lung.ad.car.inhal 
 AUCCBld Male+Female Human 

mean: 0.00101 median: 0.000836 95%CI:( 9.23e−05 , 0.00291 )
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GRP.3.Henschler80.F.Han.NMRI.mouse.Hematopoietic.lymphomas.inhal 
 TotMetabBW34 Male+Female Human 

mean: 0.00438 median: 0.00349 95%CI:( 0.00034 , 0.0136 )
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GRP.3.Henschler80.F.Han.NMRI.mouse.Hematopoietic.lymphomas.inhal 
 AUCCBld Male+Female Human 

mean: 0.00163 median: 0.00131 95%CI:( 0.000104 , 0.0049 )

log10(CSF.MF [inhal])

D
en

si
ty

−6 −5 −4 −3 −2

0.
0

0.
2

0.
4

0.
6

0.
8

1.
0

1.
2

5



GRP.4.Maltoni86.F.B6C3F1.mouse.Lung.ad.car.inhal 
 AMetLngBW34 Male+Female Human 

mean: 0.00388 median: 0.00104 95%CI:( 0.000111 , 0.0276 )
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GRP.4.Maltoni86.F.B6C3F1.mouse.Lung.ad.car.inhal 
 TotOxMetabBW34 Male+Female Human 

mean: 0.0011 median: 0.000952 95%CI:( 0.000311 , 0.00277 )
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GRP.4.Maltoni86.F.B6C3F1.mouse.Lung.ad.car.inhal 
 AUCCBld Male+Female Human 

mean: 0.000525 median: 0.000464 95%CI:( 0.000129 , 0.00128 )
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GRP.5.05.Maltoni86.F.B6C3F1.mouse.Liver.hepatoma.inhal 
 AMetLiv1BW34 Male+Female Human 

mean: 0.000627 median: 0.000539 95%CI:( 0.00018 , 0.00159 )
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GRP.5.05.Maltoni86.F.B6C3F1.mouse.Liver.hepatoma.inhal 
 TotOxMetabBW34 Male+Female Human 

mean: 0.000598 median: 0.000507 95%CI:( 0.000146 , 0.00158 )
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GRP.9.Maltoni86.M.Swiss.mouse.Liver.hepatoma.inhal 
 AMetLiv1BW34 Male+Female Human 

mean: 0.00135 median: 0.00116 95%CI:( 0.000339 , 0.00349 )
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GRP.9.Maltoni86.M.Swiss.mouse.Liver.hepatoma.inhal 
 TotOxMetabBW34 Male+Female Human 

mean: 0.00123 median: 0.00106 95%CI:( 0.000355 , 0.00309 )
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GRP.18.05.Maltoni86.M.Sprague−Dawley.rat.hematopoietic.leukemia.inhal 
 TotMetabBW34 Male+Female Human 

mean: 0.000938 median: 0.000786 95%CI:( 6.98e−05 , 0.0027 )
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GRP.18.05.Maltoni86.M.Sprague−Dawley.rat.hematopoietic.leukemia.inhal 
 AUCCBld Male+Female Human 

mean: 0.000192 median: 0.000139 95%CI:( 1.03e−05 , 0.00069 )
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GRP.19.01.Maltoni86.M.Sprague−Dawley.rat.Kidney.car.ad.inhal 
 ABioactDCVCBW34 Male+Female Human 

mean: 0.0907 median: 0.0364 95%CI:( 0.00235 , 0.515 )
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GRP.19.01.Maltoni86.M.Sprague−Dawley.rat.Kidney.car.ad.inhal 
 AMetGSHBW34 Male+Female Human 

mean: 0.039 median: 0.022 95%CI:( 0.0018 , 0.182 )
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GRP.19.01.Maltoni86.M.Sprague−Dawley.rat.Kidney.car.ad.inhal 
 TotMetabBW34 Male+Female Human 

mean: 0.000394 median: 0.000342 95%CI:( 5.38e−05 , 0.00104 )

log10(CSF.MF [inhal])
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GRP.20.Maltoni86.M.Sprague−Dawley.rat.Testis.Leydig.cell.tumor.inhal 
 TotMetabBW34 Male Human 

mean: 0.00434 median: 0.00398 95%CI:( 0.00173 , 0.00904 )

log10(CSF.M [inhal])
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GRP.20.Maltoni86.M.Sprague−Dawley.rat.Testis.Leydig.cell.tumor.inhal 
 AUCCBld Male Human 

mean: 0.000941 median: 0.000733 95%CI:( 0.000258 , 0.00271 )
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